Table 3. List of genes shown in Fig. 3 in the main text

abbrevatbn  AmC DART gene name MPS code |Expressbn kvel
ATP-PRT ATP PHOSPHORBOSYL TRANSFERASE ATP phosphorbosyltransfermse AT1g58080 [1(2
AS ANTHRANIATE SYNTHASE SUBUNT B unknown protei AT1g25170 |1]2
anthranibte synthase anthranibte synthase beta subunit AT1g25220 |1]|2
anthranihte synthase anthranibte synthase component F1 precursor (sp P32068) AT5g05730 |12
TS tryptophan synthase tryptophan synthase beta chan AT5g38530 [1]|2
TyrAT TYROSINE AM INO TRANSFERASE putatie tyroshe am hotransferase AT2g24850 [1]2
GHMT GLYCNE HYDROXYMETHYLTRANSFERASE glcihe hydoxymethylansferase ke proten AT4g37930 [1]|2
ABAT ALANNE AM NO TRANSFERASE putative abnihe am hotansfemse AT1g23310 2
AAT ASPARTATE AM NO TRANSFERASE aspartate am hotansferase AAT1) AT2g30970 |12
AsnS glitam he-dependent asparaghe synthetase AT3g47340 1|2
MetS 5-METHYLTETRAHYDRO PTERO YLTRIG LU TAMATE-~ 5-m ethy e trahydropte oy trghitam ate-—hom ocyste e S— AT5q17920 [1]2
HOMOCYSTENE S-METHYLTRANSFERASE methylransferase
NRT niate transporter AT3g21670
NR nimate reductase nimate reductase 1 NR1) Nal AT1g77760
Ni&2 AT1g37130
GS ghtamate-ammona lgase EC 631 2) precursor, chbrophst AT5g35630
cbne EmbdaAtgsll) (oir [S18600)
GLUTAM INE SYNTHETASE glitam he synthetase, putative AT1g66200 |1]2]3]|4 6
GOGAT fernedoxh-dependent glitam ate synthase Fd-GOGAT AT5g04140 |1 3l4[5]6
GDH glitam ate dehydrogenase 2 GDH2 AT5907440 [1[2[3]4
glitam ate dehydrogenase €C 141-) 1 (oir I571217) AT5g18170 [1[2]3]4]5
ATPS ATP sulfurybse APS1 AT3g22890 |1 3l4[5]6
APSK adenosie-5-phosphosulate-khnase akn2 AT4g39940 [1]2]3 5|6
APR APS reductase 5 —adeny¥bhosphosulate mductase, putative APR2 AT1g62180 [1]2]3 5
APS reductase PRH26 protein APR3 AT4g21990 |1]12]3]4]5
SAT serhe acetylransferase serhe acetylmansferase Gat-1) SAT-m AT3g13110 [1[2]3 5|6
CS CYSTENE SYNTHASE cystene synthase AtcysC1 Bsas3i1 AT3g61440 [1]2]3 5|6
YECS GAMMA-GLUTAMYLCYSTENE SYNTHETASE gemm a-glitam ykystehe synthetase AT4923100 |1 3
fructosidase | BETA-FRUCTO SIDASE beta-fructosiase AT1g62660 |1 415
HXK HEXOKNASE hexokhase, putative AT1g50460 2[3]4]5]6
G6PDH GLUCOSE-6-PHOSPHATE 1-DEHYDRO GENASE glicose-6-phosphate 1-deh: nase, putative AT3g27300 213 5
PPi+PFK pyrophosphate-dependent phosphofucto-1-khase-lke proten AT4g29220 2[3]4]5
abohse FRUCTO SE-BISPHO SPHATE ALDO LASE putatie fructose-biphosphate atohse AT4g38970 314]5]6
FRUCTO SE-BISPHO SPHATE ALDO LASE fructose-bisphosphate abobse - lke poten AT4926530 |1 314]5]6
FRUCTOSE-BISPHO SPHATE ALDOILASE putatie fructose-biphosphate atohse, phstdic fom AT2g01140 [1]2]3
FRUCTOSE BISPHOSPHATE ALDOLASE putative fructose bisphosphate abokhse AT2g21330 |1 3
G3PDH GLYCERALDEHYDE-3-PHO SPHATE DEHYDRO GENASE C glcermbehyde-3-phosphate dehydrogenase C subunit GapC) GAPC AT3904120 |1 3 6
glycerabehyde-3-phosphate dehydmogenase GAPB,GAPA |AT1g42970 |1 314[5]6
glycerabiehyde-3-phosphate dehydmgenase glycerabehyde 3-phosphate dehydrogenase A subunit Gaph) GAPB,GAPA | AT3926650 2]13]4]5]|6
GLYCERALDEHYDE-3-PHO SPHATE DEHYDRO GENASE glycerabiehyde-3-phosphate dehydrogenase, putative AT1g13440 |1 3 5|6
PGK PHOSPHOGLYCERATE KINASE phosphoglycerate khase, putatie AT3g12780 |1 314]5]6
PHOSPHOGLYCERATE KINASE phosphoglycerate khase, putative PGK AT1g79550 |1[2]3]4][5
aconiase ACONTITASE HYDRATASE cytophsm atic aconiate hydmtase (cirate hydro-Yase) AT4935830 |1 l 2 | 31415
aconiase) EC 421 3)
2-0G DH 2-OXOGLUTARATE DEHYDRO GENASE 2-oxoghitarate dehydrogenase, E1 component AT5965750 |1
MaDH m fochondralNAD -dependent m ahte dehydrogenase AT1953240 |1
NADP-MaDH NADP-dependentmahte dehydmgenase AT5g58330 |1
ATP CL ATP cirate Vase, putative AT3906650 |1

Pathways of TAIR (The Arabidopsis Information Resource; www.arabidopsis.org), DART (the Database for Arabidopsis Research and

Tools; http://biochem.agr.nagoya-u.ac.jp/atgenome/index.html), and MIPS (Munich Information Center for Protein Sequences) codes

are shown. Statistically significant changes in gene expression (SAM, the false discovery rate <10%) are shown in the boxes (1, H-le-

S/C; 2, H-le-N/C; 3, H-le-SN/C, 4, H-ro-S/C; 5, H-ro-N/C; 6,H-ro-SN/C) as red (induced) or green (repressed).



